
Table S1.Prediction of TkSRPP/REFs protein secondary structure in Taraxacum kok-saghyz. 

Protein Alpha helix 

(%) 

Beta turn 

(%) 

Random coil 

(%) 

Distribution of secondary structure elements 

TkSRPP1 56.35 8.73 25.40 

 
TkSRPP2 62.55 3.40 29.36 

 
TkSRPP3 60.09 3.95 32.02 

 
TkSRPP4 62.07 6.03 25.00 

 
TkSRPP5 61.02 2.54 29.66 

 
TkSRPP6 62.50 3.02 28.45 

 
TkSRPP7 70.19 4.33 23.08 

 
TkSRPP8 72.12 2.40 23.56 

 
TkSRPP9 62.50 6.03 23.71 

 
TkSRPP10 62.07 6.03 25.00 

 
TkREF1 76.04 4.16 14.67 

 
TkREF2 66.86 5.24 17.85 

 

 


